[Progress in automatic reconstruction and analysis tools of genome-scale metabolic network].
High-throughput data supply a basis for the reconstruction of genome-scale metabolic networks, and meanwhile bring challenges to the reconstruction and analysis methods. With the increasing of data quantity, the time-consuming manual reconstruction and analysis are far behind the improvement of models. Therefore, various automatic methods emerge. The automatic reconstruction and analysis have irreplaceable effect in the standardization and programming of reconstruction and analysis methods, as well as largely improving the speed of reconstruction and understanding of the metabolic network. In this review, we introduced the progress of automatic reconstruction and the main analysis tools of genome-scale metabolic network. We further summarized the workflow of automatic reconstruction. The difficulties and perspectives on this research field are also discussed.